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A1-2009-0024
Ols-daHE QIR AEHEAL: OlS

sql
1. ?
1 1,496 51.8 51.8
2 1,393 48.2 48.2
2,889 100.0 100.0
sg2al 1.()
2.
0 2,616 90.6 90.6
1 273 9.4 9.4
2,889 100.0 100.0
sqa2 2:( )
0 2,421 83.8 83.8
1 468 16.2 16.2
2,889 100.0 100.0
sg2a3 3:
0 293 10.1 10.1
1 2,596 89.9 89.9
2,889 100.0 100.0
sq2a4 4.
0 184 6.4 6.4
1 2,705 93.6 93.6
2,889 100.0 100.0



sg2ab

sqg2a6

sq2a’

sg2a8

sg2a9

sg2all

10:

36

99

2,864
25

2,889

2,855
34

2,889

546
2,343

2,889

2,638
251

2,889

2,877

11

2,889

2,856

33

2,889

Al

OlS-AH o1 &

99.1

0.9

100.0

98.8

1.2

100.0

18.9

81.1

100.0

91.3

8.7

100.0

99.6

0.0

0.4

100.0

98.9

11

100.0
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99.1

0.9

100.0

98.8

1.2

100.0

18.9

811

100.0

91.3

8.7

100.0

99.6

0.0

0.4

100.0

98.9

11

100.0
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sq3al
3. ?
1 62 2.1 21
2 790 27.3 27.3
3 1,439 49.8 49.8
4 324 11.2 11.2
9 274 9.5 9.5
2,889 100.0 100.0
sq3a2
1 52 1.8 1.8
2 965 33.4 334
3 1,336 46.2 46.2
4 237 8.2 8.2
9 299 10.3 10.3
2,889 100.0 100.0
sgdal
4. ?
1 73 25 25
2 2,638 91.3 91.3
9 178 6.2 6.2
2,889 100.0 100.0
sqd4a?2
1 989 34.2 34.2
2 1,705 59.0 59.0
9 195 6.7 6.7
2,889 100.0 100.0
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sg5
5 ( ) ?
1 14 0.5 0.5
2 29 1.0 1.0
3 113 3.9 3.9
4 944 32.7 32.7
5 721 25.0 25.0
6 546 18.9 18.9
7 282 9.8 9.8
9 240 8.3 8.3
2,889 100.0 100.0
sq7 (2009 1 )
7. (2009 1 ) ?
1 69 2.4 2.4
2 340 11.8 11.8
3 1,279 44.3 44.3
4 751 26.0 26.0
5 251 8.7 8.7
9 199 6.9 6.9
2,889 100.0 100.0
sq8
8 ( )
) ?
1 118 4.1 4.1
' 2 36 1.2 1.2
3 1,533 53.1 53.1
4 1,152 39.9 39.9
9 50 1.7 1.7
2,889 100.0 100.0
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Ols-daHE QIR AEHEAL: OlS

sq9
9. ?
( / ) 1 1,231 42.6 42.6
2 1,307 45.2 45.2
3 303 10.5 10.5
9 48 1.7 1.7
2,889 100.0 100.0
ql
1. ?
1 1,930 66.8 66.8
2 578 20.0 20.0
3 281 9.7 9.7
4 98 3.4 3.4
9 2 0.1 0.1
2,889 100.0 100.0
g2
2. ?
1 64 2.2 16.8
2 61 2.1 16.0
3 26 0.9 6.8
4 179 6.2 47.0
5 1 0.0 0.3
6 33 1.1 8.7
7 3 0.1 0.8
8 2 0.1 0.5
37 1 0.0 0.3
60 1 0.0 0.3
98 1 0.0 0.3
99 9 0.3 2.4
0 2,508 86.8
2,889 100.0 100.0



g3
3 (
g4
4. (
( )
( )
( )
( )
as
5 (
?
1-2
3-5
1 ( 6—7

59
173
1,202
956
459
40

2,889

45
212
1,020
1,057
507

48

2,889

2,388

26

10
456

2,889

OtsS-daH

2.0

6.0

41.6

33.1

15.9

1.4

100.0

1.6

7.3

35.3

36.6

17.5

1.7

100.0

82.7

0.9

0.3

0.3

15.8

100.0

ol Al
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2.0

6.0

41.6

33.1

15.9

1.4

100.0

1.6

7.3

35.3

36.6

17.5

1.7

100.0

82.7

0.9

0.3

0.3

15.8

100.0
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g6 1
6.
6-1.
2711
100.0
176.0
145.479
8.8266
g6_2
6.
6-2.
2739
12.0
140.0
39.224
9.9275
q7
7. ?
1 147 5.1 5.1
2 579 20.0 20.0
3 1,080 37.4 37.4
4 828 28.7 28.7
5 241 8.3 8.3
9 14 05 0.5

2,889 100.0 100.0
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g8_1lal ()
8. ( ) ?
8-1
04 4 1 0.0 0.0
05 5 33 1.1 1.1
06 6 422 14.6 14.6
07 7 2,204 76.3 76.3
08 8 212 7.3 7.3
97 5 0.2 0.2
99 12 0.4 0.4
2,889 100.0 100.0
g8_la2 ()
0 0 694 24.0 24.0
1 1 1 0.0 0.0
2 2 2 0.1 0.1
3 3 2 0.1 0.1
5 5 67 2.3 2.3
6 6 1 0.0 0.0
7 7 1 0.0 0.0
8 8 3 0.1 0.1
9 9 1 0.0 0.0
10 10 217 7.5 7.5
11 11 1 0.0 0.0
12 12 3 0.1 0.1
13 13 2 0.1 0.1
14 14 1 0.0 0.0
15 15 96 3.3 3.3
16 16 1 0.0 0.0
20 20 261 9.0 9.0
25 25 33 1.1 1.1
26 26 1 0.0 0.0
28 28 1 0.0 0.0
29 29 1 0.0 0.0
30 30 838 29.0 29.0
31 31 1 0.0 0.0
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35 35 37 1.3 1.3
36 36 1 0.0 0.0
38 38 1 0.0 0.0
40 40 225 7.8 7.8
43 43 2 0.1 0.1
44 44 1 0.0 0.0
45 45 88 3.0 3.0
a7 47 4 0.1 0.1
49 49 1 0.0 0.0
50 50 236 8.2 8.2
51 51 1 0.0 0.0
52 52 1 0.0 0.0
55 55 32 1.1 1.1
56 56 2 0.1 0.1
57 57 3 0.1 0.1
58 58 3 0.1 0.1
59 59 5 0.2 0.2
97 5 0.2 0.2
99 12 0.4 0.4
2,889 100.0 100.0
g8_2al ()
8. ( ) ?
8-2.
01 1 2 0.1 0.1
02 2 1 0.0 0.0
18 18 1 0.0 0.0
19 19 3 0.1 0.1
20 20 40 1.4 1.4
21 21 297 10.3 10.3
22 22 1,098 38.0 38.0
23 23 1,126 39.0 39.0
24 24 270 9.3 9.3
97 32 1.1 1.1
99 19 0.7 0.7
2,889 100.0 100.0
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g8_2a2 ()

0 0 1,188 41.1 41.1
1 1 5 0.2 0.2
2 2 3 0.1 0.1
3 3 1 0.0 0.0
4 4 1 0.0 0.0
5 5 34 1.2 1.2
7 7 1 0.0 0.0
10 10 144 5.0 5.0
11 11 1 0.0 0.0
12 12 3 0.1 0.1
13 13 1 0.0 0.0
15 15 55 1.9 1.9
17 17 1 0.0 0.0
19 19 1 0.0 0.0
20 20 129 45 45
22 22 1 0.0 0.0
23 23 2 0.1 0.1
24 24 1 0.0 0.0
25 25 16 0.6 0.6
26 26 1 0.0 0.0
29 29 1 0.0 0.0
30 30 941 32.6 32.6
31 31 2 0.1 0.1
32 32 1 0.0 0.0
35 35 17 0.6 0.6
39 39 1 0.0 0.0
40 40 109 3.8 3.8
43 43 1 0.0 0.0
45 45 35 1.2 1.2
46 46 1 0.0 0.0
48 48 2 0.1 0.1
50 50 123 4.3 4.3
53 53 3 0.1 0.1
54 54 1 0.0 0.0
55 55 10 0.3 0.3
57 57 2 0.1 0.1
58 58 3 0.1 0.1
59 59 4 0.1 0.1
97 24 0.8 0.8

99 19 0.7 0.7

2,889 100.0 100.0
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g9
9 . )
?
1 373 12.9 12.9
1-2 2 331 11.5 11.5
1-2 3 969 335 335
3-4 4 1,177 40.7 40.7
9 39 1.3 1.3
2,889 100.0 100.0
glOal 1:
10. ?
1.
1 21 0.7 0.7
2 24 0.8 0.8
3 236 8.2 8.2
4 818 28.3 28.3
5 1,750 60.6 60.6
9 40 1.4 1.4
2,889 100.0 100.0
gl0a2 2:
10. ?
2.
1 41 1.4 1.4
2 85 2.9 2.9
3 654 22.6 22.6
4 1,098 38.0 38.0
5 963 33.3 333
9 48 1.7 1.7
2,889 100.0 100.0
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gl0a3 3
10. 2
3.
1 738 255 25.5
2 872 30.2 30.2
3 824 28.5 28.5
4 267 9.2 9.2
5 124 4.3 4.3
9 64 2.2 2.2
2,889 100.0 100.0
gl0a4 4:
10. ?
4.
1 87 3.0 3.0
2 69 2.4 2.4
3 385 13.3 13.3
4 951 32.9 32.9
5 1,312 45.4 45.4
9 85 2.9 2.9
2,889 100.0 100.0
qll
11. ?
1 25 0.9 0.9
2 102 35 35
3 794 27.5 27.5
4 1,246 43.1 43.1
5 710 24.6 24.6
9 12 0.4 0.4
2,889 100.0 100.0

12



ql2

ql3

ql4al

glda2

12.

13.

14.

13

1,259
1,001
600

29

2,889

25
83
374
853
1,505
12

37

2,889

1,563
1,326

2,889

2,277
612

2,889

Al

OlS-AH o1 &

43.6

34.6

20.8

1.0

100.0

0.9

2.9

12.9

29.5

52.1

0.4

1.3

100.0

54.1

45.9

100.0

78.8

21.2

100.0
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43.6

34.6

20.8

1.0

100.0

0.9

2.9

13.1

29.9

52.8

0.4

100.0

541

45.9

100.0

78.8

21.2

100.0



glda3

ql4ad

ql4as

gl4ab

ql4a7

14

2,750

139

2,889

2,372

517

2,889

2,883

2,889

2,871

18

2,889

1,972

917

2,889

Al

OlS-AH o1 &

95.2

4.8

100.0

82.1

17.9

100.0

99.8

0.2

100.0

99.4

0.6

100.0

68.3

31.7

100.0
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95.2

4.8

100.0

82.1

17.9

100.0

99.8

0.2

100.0

99.4

0.6

100.0

68.3

31.7

100.0
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gl4a8 8:
0 2,799 96.9 96.9
1 2 0.1 0.1
32 3 0.1 0.1
33 9 0.3 0.3
34 5 0.2 0.2
35 5 0.2 0.2
37 8 0.3 0.3
39 3 0.1 0.1
, 44 6 0.2 0.2
52 1 0.0 0.0
53 1 0.0 0.0
72 2 0.1 0.1
90 1 0.0 0.0
99 44 1.5 1.5
2,889 100.0 100.0
gl5al
15. ?
1 461 16.0 16.0
2 410 14.2 14.2
3 748 25.9 259
’ 4 611 21.1 21.1
5 601 20.8 20.8
6 3 0.1 0.1
31 3 0.1 0.1
33 2 0.1 0.1
36 1 0.0 0.0
98 5 0.2 0.2
99 44 1.5 1.5
2,889 100.0 100.0
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gl5a2
15. ?
1 137 4.7 4.8
2 361 125 12.7
3 2,270 78.6 79.6
4 3 0.1 0.1
31 4 0.1 0.1
33 8 0.3 0.3
38 1 0.0 0.0
98 4 0.1 0.1
99 64 2.2 2.2
0 37 1.3
2,889 100.0 100.0
q16 1
16. , 2
1 1,589 55.0 55.0
2 46 1.6 1.6
3 57 2.0 2.0
4 198 6.9 6.9
5 407 14.1 14.1
6 17 0.6 0.6
31 43 1.5 15
33 14 0.5 0.5
98 123 4.3 4.3
99 395 13.7 13.7
2,889 100.0 100.0

16
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1:
gl7al
17. ?
1.
1 1,170 40.5 40.5
2 614 21.3 21.3
3 504 17.4 17.4
4 392 13.6 13.6
5 198 6.9 6.9
9 11 0.4 0.4
2,889 100.0 100.0
gl7a2 2
17. ?
2.
1 870 30.1 30.1
2 735 25.4 25.4
3 626 21.7 21.7
4 434 15.0 15.0
5 210 7.3 7.3
9 14 0.5 0.5
2,889 100.0 100.0
gl7a3 3:
17. ?
3 ( )
1 557 19.3 19.3
2 499 17.3 17.3
3 635 22.0 22.0
4 694 24.0 24.0
5 485 16.8 16.8
9 19 0.7 0.7
2,889 100.0 100.0

17
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gl7a4 4 :
17. ?
4, )
1 1,026 35.5 35.5
2 599 20.7 20.7
3 722 25.0 25.0
4 330 11.4 11.4
5 192 6.6 6.6
9 20 0.7 0.7
2,889 100.0 100.0
gl7a5 5:
17. ?
5.
1 1,503 52.0 52.0
2 563 195 195
3 529 18.3 18.3
4 184 6.4 6.4
5 94 3.3 3.3
9 16 0.6 0.6
2,889 100.0 100.0
gl8al / 1:
18.
1.
1 234 8.1 8.1
2 410 14.2 14.2
3 827 28.6 28.6
4 784 27.1 27.1
5 627 21.7 21.7
9 7 0.2 0.2
2,889 100.0 100.0

18
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gl8a2 / 2:
18.
2.
1 213 7.4 7.4
2 439 15.2 15.2
3 955 33.1 33.1
4 686 23.7 23.7
5 582 20.1 20.1
9 14 0.5 0.5
2,889 100.0 100.0
gl8a3 / 3
18.
3.
1 282 9.8 9.8
2 562 19.5 195
3 1,070 37.0 37.0
4 531 18.4 18.4
5 412 14.3 14.3
9 32 1.1 1.1
2,889 100.0 100.0
gloal 1 1:
19. ?
1 )
1 1,544 53.4 53.4
2 714 24.7 24.7
3 538 18.6 18.6
4 78 2.7 2.7
9 15 0.5 0.5
2,889 100.0 100.0

19
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gl9a2 1 2:
19. ?
2.
1 1,636 56.6 56.6
2 691 23.9 23.9
3 475 16.4 16.4
4 61 2.1 2.1
9 26 0.9 0.9
2,889 100.0 100.0
g20al 1 1:
20. , , ,
?
1.
1 2,502 86.6 86.6
2 343 11.9 11.9
9 44 1.5 15
2,889 100.0 100.0
g20a2 1 2:
20. , , ,
?
2 ( )
1 2,488 86.1 86.1
2 350 121 121
9 51 1.8 1.8
2,889 100.0 100.0
g20a3 1 3
20. , , ,
?
3 ( ; )
1 2,616 90.6 90.6
2 217 7.5 7.5
9 56 1.9 1.9
2,889 100.0 100.0

20
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g20a4 1 4:
20. ) , ,
?
4.
1 2,652 91.8 91.8
2 181 6.3 6.3
9 56 1.9 1.9
2,889 100.0 100.0
g20a5 1 5:
20. ) , ,
?
5 ( L )
1 2,600 90.0 90.0
2 234 8.1 8.1
9 55 1.9 1.9
2,889 100.0 100.0
g20a6 1 6: :
20. ) , ,
?
6 ( )
1 2,705 93.6 93.6
2 122 4.2 4.2
9 62 2.1 2.1
2,889 100.0 100.0
g20a7 1 7:
20. ) , ,
?
7 ( ] ) \A
1 2,655 91.9 91.9
2 179 6.2 6.2
9 55 1.9 1.9
2,889 100.0 100.0

21
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q20b1 1 1:
20. ?
1.
1 9 0.3 2.3
2 10 0.3 2.6
3 110 3.8 28.4
4 82 2.8 21.2
5 114 3.9 29.5
9 62 2.1 16.0
0 2,502 86.6
2,889 100.0 100.0
q20b2 1 2:
20. ?
2 ( )
1 7 0.2 1.7
2 13 0.4 3.2
3 141 4.9 35.2
4 95 3.3 23.7
5 73 2.5 18.2
9 72 25 18.0
0 2,488 86.1
2,889 100.0 100.0
q20b3 1 3
20. ?
3 ( : )
1 3 0.1 1.1
2 5 0.2 1.8
3 100 3.5 36.6
4 54 1.9 19.8
5 43 1.5 15.8
9 68 2.4 24.9
0 2,616 90.6
2,889 100.0 100.0
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q20b4 1 4:
20. ?
4.
1 7 0.2 3.0
2 10 0.3 4.2
3 77 2.7 32.5
4 39 1.3 16.5
5 32 1.1 13.5
9 72 2.5 30.4
0 2,652 91.8
2,889 100.0 100.0
20b5 1 5:
20. ?
5 « . )
1 7 0.2 2.4
2 17 0.6 5.9
3 102 3.5 35.3
4 45 1.6 15.6
5 41 1.4 14.2
9 77 2.7 26.6
0 2,600 90.0
2,889 100.0 100.0
q20b6 1 6: ,
20. ?
6 ( )
1 6 0.2 3.3
2 6 0.2 3.3
3 58 2.0 31.5
4 18 0.6 9.8
5 21 0.7 11.4
9 75 2.6 40.8
0 2,705 93.6
2,889 100.0 100.0

23
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g20b7 1 7:
20. ?
7 « , )
1 4 0.1 1.7
2 10 0.3 4.3
3 68 2.4 29.1
4 39 1.3 16.7
5 46 1.6 19.7
9 67 2.3 28.6
0 2,655 91.9
2,889 100.0 100.0
g21
21. ?
1 178 6.2 6.2
2 349 12.1 12.1
3 1,569 54.3 54.3
4 537 18.6 18.6
5 189 6.5 6.5
9 67 2.3 2.3
2,889 100.0 100.0
g22
22. ?
1 82 2.8 2.8
2 238 8.2 8.2
3 585 20.2 20.2
4 993 34.4 34.4
5 969 335 335
9 22 0.8 0.8
2,889 100.0 100.0

24



g23

23.

g24

24.

25

34

35

36

38

42

43

49

63

98

99

90
59
50
19
17

30

22
2,569

2,889

838
1,554
64
25
81
170

18

Al

OlS-AH o1 &

3.1

2.0

1.7

0.7

0.6

1.0

0.0

0.2

0.1

0.0

0.1

0.1

0.3

0.1

0.0

0.1

0.8

88.9

100.0

29.0

53.8

2.2

0.9

2.8

59

0.6
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28.1

18.4

15.6

59

53

9.4

0.3

1.6

0.6

0.3

1.3

0.6

3.1

0.9

0.3

1.3

6.9

100.0

29.0

53.8

2.2

0.9

2.8

59

0.6
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8 1 0.0 0.0
31 6 0.2 0.2
( ) 32 11 0.4 0.4
33 3 0.1 0.1
, 34 2 0.1 0.1
« ) 38 1 0.0 0.0
90 2 0.1 0.1
98 9 0.3 0.3
99 104 3.6 3.6
2,889 100.0 100.0
g25al / L
25. ( ) ( )
1. ?
1 302 10.5 10.5
2 562 19.5 19.5
3 1,141 39.5 39.5
4 676 23.4 23.4
9 208 7.2 7.2
2,889 100.0 100.0
g25a2 / 2:
25. ( ) ( )
2 ( ) ?
1 477 16.5 16.5
2 982 34.0 34.0
3 954 33.0 33.0
4 267 9.2 9.2
9 209 7.2 7.2
2,889 100.0 100.0

26
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g25a3 / 3
25. ( ) ( )
3. ?
1 1,828 63.3 63.3
2 514 17.8 17.8
3 282 9.8 9.8
4 54 1.9 1.9
9 211 7.3 7.3
2,889 100.0 100.0
g25a4 / 4.
25. ( ) ( )
4 C ?
1 1,678 58.1 58.1
2 609 21.1 21.1
3 345 11.9 11.9
4 45 1.6 1.6
9 212 7.3 7.3
2,889 100.0 100.0
g26al 1 ( )
26.
1 ( )
1 1,450 50.2 50.2
2 676 23.4 23.4
3 568 19.7 19.7
4 185 6.4 6.4
9 10 0.3 0.3
2,889 100.0 100.0

27



A1-2009-0024
Ols-daHE QIR AEHEAL: OlS

g26a2 2
26.
2.
1 1,608 55.7 55.7
2 700 24.2 24.2
3 428 14.8 14.8
4 145 5.0 5.0
9 8 0.3 0.3
2,889 100.0 100.0
g26a3 3
26.
3.
1 1,529 52.9 52.9
2 647 22.4 22.4
3 526 18.2 18.2
4 178 6.2 6.2
9 9 0.3 0.3
2,889 100.0 100.0
q26a4 4: ( )
26.
4 ( )
1 2,600 90.0 90.0
2 217 7.5 7.5
3 44 1.5 1.5
4 18 0.6 0.6
9 10 0.3 0.3
2,889 100.0 100.0
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A1-2009-0024
Ols-daHE QIR AEHEAL: OlS

g26a5 5:
26.
5.
1 2,606 90.2 90.2
2 208 7.2 7.2
3 56 1.9 1.9
4 9 0.3 0.3
9 10 0.3 0.3
2,889 100.0 100.0
q26a6 6: (. )
26.
6 C. )
1 1,743 60.3 60.3
2 604 20.9 20.9
3 379 13.1 13.1
4 149 5.2 5.2
9 14 0.5 0.5
2,889 100.0 100.0
g26a7 7
26.
7.
1 2,663 92.2 92.2
2 153 5.3 5.3
3 46 1.6 1.6
4 9 0.3 0.3
9 18 0.6 0.6
2,889 100.0 100.0
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A1-2009-0024
Ols-daHE QIR AEHEAL: OlS

g26a8 8: :
26.
8. ,
1 2,502 86.6 86.6
2 251 8.7 8.7
3 84 2.9 2.9
4 36 1.2 1.2
9 16 0.6 0.6
2,889 100.0 100.0
g26a9 9
26.
9.
1 2,583 89.4 89.4
2 211 7.3 7.3
3 59 2.0 2.0
4 12 0.4 0.4
9 24 0.8 0.8
2,889 100.0 100.0
g26al0 10:
26.
10.
1 2,768 95.8 95.8
2 53 1.8 1.8
3 29 1.0 1.0
4 11 0.4 0.4
9 28 1.0 1.0
2,889 100.0 100.0
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q27

g27_1 /

27-1.

1388

31

31

32

34

41

99

99

2,610
93

17

14

13

124

2,889

151

109
2,610

2,889

Al

OlS-AH o1 &

90.3

3.2

0.6

0.2

0.5

0.4

0.0

0.1

0.2

0.1

0.0

4.3

100.0

52

0.1

0.2

0.2

0.0

0.0

3.8

90.3

100.0

-2009-0024
EHEAL : OIS

90.3

3.2

0.6

0.2

0.5

0.4

0.0

0.1

0.2

0.1

0.0

4.3

100.0

541

1.4

25

2.2

0.4

0.4

39.1

100.0
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Ols-daHE QIR AEHEAL: OlS

g28al / / 1
28.
?
1.
1 324 11.2 11.2
2 667 23.1 23.1
3 974 33.7 33.7
4 900 31.2 31.2
9 24 0.8 0.8
2,889 100.0 100.0
g28a2 / / 2:
28.
?
2.
1 273 9.4 9.4
2 631 21.8 21.8
3 910 31.5 315
4 1,047 36.2 36.2
9 28 1.0 1.0
2,889 100.0 100.0
g28a3 / / 3
28.
?
3.
1 248 8.6 8.6
2 473 16.4 16.4
3 909 31.5 315
4 1,232 42.6 42.6
9 27 0.9 0.9
2,889 100.0 100.0
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g28a4 / /
28.
?
4.,
g29al / /
29.
1-2
1-2
1~2
3
g29a2 / /
29.
1-2
1-2
1-2
3

220
395
878
1,362
34

2,889

1,659
777
292

83
55

23

2,889

1,468
639
375
225
156

26

2,889

A1-2009-0024

OlS-ZAH Q1A AEHEAL: OIS

7.6

13.7

30.4

47.1

1.2

100.0

57.4

26.9

10.1

2.9

1.9

0.8

100.0

50.8

221

13.0

7.8

54

0.9

100.0

7.6

13.7

30.4

47.1

1.2

100.0

57.4

26.9

10.1

2.9

1.9

0.8

100.0

50.8

221

13.0

7.8

54

0.9

100.0



g29a3 / /
29.
3.
1-2
1-2
1-2
3
g29a4 / /
29.
4.
1-2
1-2
1-2
3
g30al
30.
1.
1-2
1~2
1-2
3

2,116
393
182
101

39
58

2,889

1,978
434
217
131

66

63

2,889

1,193
987
331
191
171

16

2,889

A1-2009-0024

OlS-ZAH Q1A AEHEAL: OIS

73.2

13.6

6.3

3.5

1.3

2.0

100.0

68.5

15.0

7.5

4.5

2.3

2.2

100.0

41.3

34.2

11.5

6.6

5.9

0.6

100.0

73.2

13.6

6.3

3.5

1.3

2.0

100.0

68.5

15.0

7.5

4.5

2.3

2.2

100.0

41.3

34.2

11.5

6.6

5.9

0.6

100.0



g30a2
30.
2.
1-2
1-2
1-2
3
g30a3
30.
3.
1-2
1-2
1-2
3
g30a4
30.
4.
1~-2
1-2
1-2
3

35

2,596
182
46
27
24

14

2,889

2,744
95

21

15

2,889

2,497
237
73
41
24

17

2,889

OtsS-daH

89.9

6.3

1.6

0.9

0.8

0.5

100.0

95.0

3.3

0.7

0.3

0.2

0.5

100.0

86.4

8.2

25

1.4

0.8

0.6

100.0

ol A

A1-2009-0024
EHEAL : OIS

89.9

6.3

1.6

0.9

0.8

0.5

100.0

95.0

33

0.7

0.3

0.2

0.5

100.0

86.4

8.2

25

1.4

0.8

0.6

100.0



g3lal 1:
31.
?
1.
1-2
1-2
1-2
3
g3la2 2:
31.
?
2. . .DVD
1-2
1-2
1-2
3
g3la3 3:
31.
?
3. ( 19
1~-2
1-2
1-2
3

,DVD

36

2,813
50

10

2,889

2,694
129

40

11

2,889

2,824

42

2,889

OtsS-daH

97.4

1.7

0.3

0.1

0.2

0.3

100.0

93.3

4.5

1.4

0.3

0.2

0.4

100.0

97.8

1.5

0.2

0.1

0.2

0.2

100.0

ol A

A1-2009-0024
EHEAL : OIS

97.4

1.7

0.3

0.1

0.2

0.3

100.0

93.3

4.5

1.4

0.3

0.2

0.4

100.0

97.8

1.5

0.2

0.1

0.2

0.2

100.0



q3la4 4: 19
31.
?
4. 19
1-2
1-2
1-2
3
g31la5 5:
31.
?
5. (
1-2
1-2
1-2
3
g31la6 6:
31.
?
6
1~-2
1-2
1-2
3

37

2,660
107
42
39

32

2,889

2,617
180
37
17
28

10

2,889

2,445
192
84
76
80

12

2,889

OtsS-daH

92.1

3.7

1.5

1.3

11

0.3

100.0

90.6

6.2

1.3

0.6

1.0

0.3

100.0

84.6

6.6

29

2.6

2.8

0.4

100.0

ol Al

A1-2009-0024
EHEAL : OIS

92.1

3.7

1.5

1.3

11

0.3

100.0

90.6

6.2

1.3

0.6

1.0

0.3

100.0

84.6

6.6

2.9

2.6

2.8

0.4

100.0



g31 1

31-1.
g32al

32.

1.
g32a2

32.

2.

38

1,231
1,356
302

2,889

1,690
520
426
104
149

2,889

2,310
297
101

33

148

2,889

Al

OlS-AH o1 &

42.6

46.9

10.5

100.0

58.5

18.0

14.7

3.6

52

100.0

80.0

10.3

3.5

11

51

100.0

-2009-0024
EHEAL : OIS

47.6

52.4

100.0

58.5
18.0
14.7
3.6
52

100.0

80.0
10.3
3.5
11

51

100.0



g32a3
32.
3.
g32a4
32.
4.
g32a5
32.
5.

39

2,460
189
71
23
146

2,889

2,499
158
59
26

147

2,889

2,486
175
62
16
150

2,889

Al

OlS-AH o1 &

85.2

6.5

2.5

0.8

51

100.0

86.5

55

2.0

0.9

51

100.0

86.1

6.1

2.1

0.6

52

100.0

-2009-0024
EHEAL : OIS

85.2

6.5

2.5

0.8

51

100.0

86.5

55

2.0

0.9

51

100.0

86.1

6.1

2.1

0.6

52

100.0



g32a6

32.

6.
g32_1

32-1.
g33al

33.

1.

40

31

99

2,442
176
101

23

147

2,889

382

219

56
230
13

168

84
200
1,535

2,889

2,007
556
240

67
19

2,889

Al

OlS-AH o1 &

84.5

6.1

3.5

0.8

51

100.0

13.2

7.6

1.9

8.0

0.4

5.8

0.1

2.9

6.9

53.1

100.0

69.5

19.2

8.3

23

0.7

100.0

-2009-0024
EHEAL : OIS

84.5
6.1
3.5
0.8
51

100.0

28.2

16.2

4.1
17.0
1.0
12.4
0.1
6.2

14.8

100.0

69.5
19.2
8.3
23
0.7

100.0



A1-2009-0024

OlS-ZAH Q1A AEHEAL: OIS

g33a2 2:
33. ?
2.
1 2,474 85.6 85.6
2 271 9.4 9.4
3 94 3.3 3.3
4 30 1.0 1.0
9 20 0.7 0.7
2,889 100.0 100.0
g33a3 3
33. ?
3.
1 2,265 78.4 78.4
2 359 12.4 12.4
3 187 6.5 6.5
4 58 2.0 2.0
9 20 0.7 0.7
2,889 100.0 100.0
g33a4 4
33. ?
4.
1 2,583 89.4 89.4
2 189 6.5 6.5
3 82 2.8 2.8
4 15 0.5 0.5
9 20 0.7 0.7
2,889 100.0 100.0
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A1-2009-0024
Ols-daHE QIR AEHEAL: OlS

g33a5 5:
33. ?
5.
1 2,608 90.3 90.3
2 166 5.7 5.7
3 73 2.5 2.5
4 21 0.7 0.7
9 21 0.7 0.7
2,889 100.0 100.0
q33a6 6: ()
33. ?
6 « )
1 2,669 92.4 92.4
2 127 4.4 4.4
3 57 2.0 2.0
4 16 0.6 0.6
9 20 0.7 0.7
2,889 100.0 100.0
g33_1
33-1. ?
1 236 8.2 19.6
2 134 4.6 111
3 554 19.2 46.0
4 105 3.6 8.7
5 3 0.1 0.2
32 6 0.2 0.5
33 29 1.0 2.4
35 8 0.3 0.7
99 129 4.5 10.7
0 1,685 58.3
2,889 100.0 100.0
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A1-2009-0024

OlS-ZAH Q1A AEHEAL: OIS

g34al
34.
1. ?
1 2,735 94.7 94.7
2 122 4.2 4.2
9 32 1.1 1.1
2,889 100.0 100.0
g34a2
34.
2. ?
1 40 1.4 26.0
2 78 2.7 50.6
9 36 1.2 23.4
0 2,735 94.7
2,889 100.0 100.0
g34a3
34.
3 ( ) 2
1 105 3.6 68.2
2 13 0.4 8.4
9 36 1.2 23.4
0 2,735 94.7
2,889 100.0 100.0
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g34a4
34.
4. ?
1 27
2 12
4 60
5 3
6 4
8 3
98 1
99 44
0 2,735
2,889
g35al 1
35. 1 2
?
1.
1 613
2 2,217
9 59
2,889
g35a2 1
35. 1 ?
?
1.
1 186
2 374
3 824
4 701
9 191
0 613
2,889

44

0.9

0.4

2.1

0.1

0.1

0.1

0.0

1.5

94.7

100.0

21.2

76.7

2.0

100.0

6.4

12.9

28.5

24.3

6.6

21.2

100.0

A1-2009-0024

OlS-ZAH Q1A AEHEAL: OIS

17.5

7.8

39.0

1.9

2.6

1.9

0.6

28.6

100.0

21.2

76.7

2.0

100.0

8.2

16.4

36.2

30.8

8.4

100.0



A1-2009-0024

OlS-ZAH Q1A AEHEAL: OIS

g35b1 1
35. 1 2
?
2 ( : : )
1 1,240 42.9 42.9
2 1,546 53.5 53.5
9 103 3.6 3.6
2,889 100.0 100.0
g35b2 1
35. 1 2
?
2 ( : : )
1 126 4.4 7.6
2 212 7.3 12.9
3 550 19.0 334
4 554 19.2 33.6
9 207 7.2 12.6
0 1,240 42.9
2,889 100.0 100.0
g35_1
35-1. ?
1 447 155 155
2 603 20.9 20.9
3 1,688 58.4 58.4
9 151 5.2 5.2
2,889 100.0 100.0
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36
36. ?

1 246 8.5 8.5

2 239 8.3 8.3

3 1,608 55.7 55.7

/ 4 173 6.0 6.0

5 33 1.1 1.1

6 9 0.3 0.3

7 475 16.4 16.4

/ 8 10 0.3 0.3

9 33 1.1 1.1

10 3 0.1 0.1

33 5 0.2 0.2

36 1 0.0 0.0

99 54 1.9 1.9

2,889 100.0 100.0
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